SEQUENCE LISTING 



<110> Bucciarelli 
Levenson 
Primiano 

<120> METHODS AND COMPOSITIONS FOR INCREASING PROTEIN YIELD 
FROM A CELL CULTURE 

<130> 11202-3 

<140> Not Assigned 
<141> 2001-08-21 

<150> 60/226,290 
<151> 2000-08-21 

<160> 15 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 7086 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Expression 
Vector 

<400> 1 

gaattcatac cagatcaccg aaaactgtcc tccaaatgtg tccccctcac actcccaaat 60 
tcgcgggctt ctgcctctta gaccactcta ccctattccc cacactcacc ggagccaaag 120 
ccgcggccct tccgtttctt tgcttttgaa agaccccacc cgtaggtggc aagctagctt 180 
aagtaacgcc actttgcaag gcatggaaaa atacataact gagaatagaa aagttcagat 240 
caaggtcagg aacaaagaaa cagctgaata ccaaacagga tatctgtggt aagcggttcc 300 
tgccccggct cagggccaag aacagatgag acagctgagt gatgggccaa acaggatatc 360 
tgtggtaagc agttcctgcc ccggctcggg gccaagaaca gatggtcccc agatgcggtc 420 
cagccctcag cagtttctag tgaatcatca gatgtttcca gggtgcccca aggacctgaa 480 
aatgaccctg taccttattt gaactaacca atcagttcgc ttctcgcttc tgttcgcgcg 540 
cttccgctct ccgagctcaa taaaagagcc cacaacccct cactcggcgc gccagtcttc 600 
cgatagactg cgtcgcccgg gtacccgtat tcccaataaa gcctcttgct gtttgcatcc 660 
gaatcgtggt ctcgctgttc cttgggaggg tctcctctga gtgattgact acccacgacg 720 
ggggtctttc atttgggggc tcgtccggga tttggagacc cctgcccagg gaccaccgac 780 
ccaccaccgg gaggtaagct ggccagcaac ttatctgtgt ctgtccgatt gtctagtgtc 840 
tatgtttgat gttatgcgcc tgcgtctgta ctagttagct aactagctct gtatctggcg 900 
gacccgtggt ggaactgacg agttctgaac acccggccgc aaccctggga gacgtcccag 960 
ggactttggg ggccgttttt gtggcccgac ctgaggaagg gagtcgatgt ggaatccgac 1020 



1 



cccgtcagga tatgtggttc tggtaggaga 
tgaatttttg ctttcggttt ggaaccgaag 
catcgttctg tgttgtctct gtctgactgt 
gactgttacc actcccttaa gtttgacctt 
tcacaaccag tcggtagatg tcaagaagag 
gccaaccttt aacgtcggat ggccgcgaga 
ggttaagatc aaggtctttt cacctggccc 
cgtgacctgg gaagccttgg cttttgaccc 
taagcctccg cctcctcttc ctccatccgc 
gaccccgcct cgatcctccc tttatccagc 
gatctgatca agagacagga tgaggatcgt 
caggttctcc ggccgcttgg gtggagaggc 
tcggctgctc tgatgccgcc gtgttccggc 
tcaagaccga cctgtccggt gccctgaatg 
ggctggccac gacgggcgtt ccttgcgcag 
gggactggct gctattgggc gaagtgccgg 
ctgccgagaa agtatccatc atggctgatg 
ctacctgccc attcgaccac caagcgaaac 
aagccggtct tgtcgatcag gatgatctgg 
aactgttcgc caggctcaag gcgcgcatgc 
gcgatgcctg cttgccgaat atcatggtgg 
gtggccggct gggtgtggcg gaccgctatc 
ctgaagagct tggcggcgaa tgggctgacc 
ccgattcgca gcgcatcgcc ttctatcgcc 
ggggttcgaa atgaccgacc aagcgacgcc 
cgccgccttc tatgaaaggt tgggcttcgg 
cctccagcgc ggggatctca tgctggagtt 
gagttggttc agctgctgcc tgaggctgga 
atccgtcggc atccaggaaa ccagcagcgg 
ggagtgggga ggcacgatgg ccgctttggt 
agaagccata gagcccaccg catccccagc 
cttgctgtcc tgccccaccc caccccccag 
tgcaatttcc tcattttatt aggaaaggac 
aggcacgggg gaggggcaaa caacagatgg 
tcagcgagct ctagcattta ggtgacacta 
agatctcgag cggccgcacc ggtccggatc 
ctatcactga tagggaaatc tctatcactg 
gatcactatc actgataggg aaatctctat 
ccaccgtaca cgcctaccgc ccatttgcgt 
aaagtcccgt tgattttggt gccaaaacaa 
tggaaatccc cgtgagtcaa accgctatcc 
caccatggta atagcgatga ctaatacgta 
ggtcatgtac tgggcataat gccaggcggg 
cgtacttggc atatgataca cttgatgtac 
cacccattga cgtcaatgga aagtccctat 
tgacgtcaat gggcgggggt cgttgggcgg 
tgtaacgcgg aactccatat atgggctatg 
ataactagtc aataatcaat gtcaacgcgt 



cgagaaccta aaacagttcc cgcctccgtc 1080 
ccgcgcgtct tgtctgctgc agcgctgcag 1140 
gtttctgtat ttgtctgaaa attagggcca 1200 
aggtcactgg aaagatgtcg agcggatcgc 1260 
acgttgggtt accttctgct ctgcagaatg 1320 
cggcaccttt aaccgagacc tcatcaccca 1380 
gcatggacac ccagaccagg tcccctacat 1440 
ccctccctgg gtcaagccct ttgtacaccc 1500 
cccgtctctc ccccttgaac ctcctcgttc 1560 
cctcactcct tctctaggcg ccggaattcc 1620 
ttcgcatgat tgaacaagat ggattgcacg 1680 
tattcggcta tgactgggca caacagacaa 1740 
tgtcagcgca ggggcgcccg gttctttttg 1800 
aactgcagga cgaggcagcg cggctatcgt 1860 
ctgtgctcga cgttgtcact gaagcgggaa 1920 
ggcaggatct cctgtcatct caccttgctc 1980 
caatgcggcg gctgcatacg cttgatccgg 2040 
atcgcatcga gcgagcacgt actcggatgg 2100 
acgaagagca tcaggggctc gcgccagccg 2160 
ccgacggcga ggatctcgtc gtgacccatg 2220 
aaaatggccg cttttctgga ttcatcgact 2280 
aggacatagc gttggctacc cgtgatattg 2340 
gcttcctcgt gctttacggt atcgccgctc 2400 
ttcttgacga gttcttctga gcgggactct 2460 
caacctgcca tcacgagatt tcgattccac 2520 
aatcgttttc cgggacgccg gctggatgat 2580 
cttcgcccac cccgggctcg atcccctcgc 2640 
cgacctcgcg gagttctacc ggcagtgcaa 2700 
ctatccgcgc atccatgccc ccgaactgca 2760 
cgaggcggat ctgctggttc tttccgcctc 2820 
atgcctgcta ttgtcttccc aatcctcccc 2880 
aatagaatga cacctactca gacaatgcga 2940 
agtgggagtg gcaccttcca gggtcaagga 3000 
ctggcaacta gaaggcacag tcgaggctga 3060 
tagaataggg ccctctagat gcataagctt 3120 
cgagctcggt accaagctta agtttcctct 3180 
atagggagtc ttatatatct actagctccg 3240 
cactgatagg gactagcatc gatagacctc 3300 
caatggggcg gagttgttac gacattttgg 3360 
actcccattg acgtcaatgg ggtggagact 3420 
acgcccattg atgtactgcc aaaaccgcat 3480 
gatgtactgc caagtaggaa agtcccataa 3540 
ccatttaccg tcattgacgt caataggggg 3600 
tgccaagtgg gcagtttacc gtaaatagtc 3660 
tggcgttact atgggaacat acgtcattat 3720 
tcagccaggc gggccattta ccgtaagtta 3780 
aactaatgac cccgtaattg attactatta 3840 
atatctggcc cgtacatcgc gaagcagcgc 3900 
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aaaacgccta accctaagca gattcttcat 
agcttaaatt ttgctcgcgc actactcagc 
ctggcttaac tatgcggcat cagagcagat 
agatccggcg ataaaataaa agattttatt 
ccccacctgt aggtttggca agctagctta 
tacataactg agaatagaga agttcagatc 
tgggccaaac aggatatctg tggtaagcag 
tggaacagct gaatatgggc caaacaggat 
agggccaaga acagatggtc cccagatgcg 
tcagatgttt ccagggtgcc ccaaggacct 
caatcagttc gcttctcgct tctgttcgcg 
cccacaaccc ctcactcggg gcgccagtcc 
gtatccaata aaccctcttg cagttgcatc 
gtctcctctg agtgattgac tacccgtcag 
gatcgggaga cccctgccca gggaccaccg 
cgcgcgtttc ggtgatgacg gtgaaaacct 
agcttgtctg taagcggatg ccgggagcag 
tggcgggtgt cggggcgcag ccatgaccca 
cttaactatg cggcatcaga gcagattgta 
ccgcacagat gcgtaaggag aaaataccgc 
gactcgctgc gctcggtcgt tcggctgcgg 
atacggttat ccacagaatc aggggataac 
caaaaggcca ggaaccgtaa aaaggccgcg 
cctgacgagc atcacaaaaa tcgacgctca 
taaagatacc aggcgtttcc ccctggaagc 
ccgcttaccg gatacctgtc cgcctttctc 
tcacgctgta ggtatctcag ttcggtgtag 
gaaccccccg ttcagcccga ccgctgcgcc 
ccggtaagac acgacttatc gccactggca 
aggtatgtag gcggtgctac agagttcttg 
aggacagtat ttggtatctg cgctctgctg 
agctcttgat ccggcaaaca aaccaccgct 
cagattacgc gcagaaaaaa aggatctcaa 
gacgctcagt ggaacgaaaa ctcacgttaa 
atcttcacct agatcctttt aaattaaaaa 
gagtaaactt ggtctgacag ttaccaatgc 
tgtctatttc gttcatccat agttgcctga 
gagggcttac catctggccc cagtgctgca 
ccagatttat cagcaataaa ccagccagcc 
actttatccg cctccatcca gtctattaat 
ccagttaata gtttgcgcaa cgttgttgcc 
tcgtttggta tggcttcatt cagctccggt 
cccatgttgt gcaaaaaagc ggttagctcc 
ttggccgcag tgttatcact catggttatg 
ccatccgtaa gatgcttttc tgtgactggt 
tgtatgcggc gaccgagttg ctcttgcccg 
agcagaactt taaaagtgct catcattgga 
atcttaccgc tgttgagatc cagttcgatg 



gcaattgtcg gtcaagcctt gccttgttgt 3960 
gacctccaac acacaagcag ggagcagata 4020 
tgtactgaga gtcgaccata ggggatcggg 4080 
tagtctccag aaaaaggggg gaatgaaaga 4140 
agtaacgcca ttttgcaagg catggaaaaa 4200 
aaggtcagga acagatggaa cagctgaata 4260 
ttcctgcccc ggctcagggc caagaacaga 4320 
atctgtggta agcagttcct gccccggctc 4380 
gtccagccct cagcagtttc tagagaacca 4440 
gaaatgaccc tgtgccttat ttgaactaac 4500 
cgcttctgct ccccgagctc aataaaagag 4560 
tccgattgac tgagtcgccc gggtacccgt 4620 
cgacttgtgg tctcgctgtt ccttgggagg 4680 
cgggggtctt tcatttgggg gctcgtccgg 4740 
acccaccacc gggaggtaag ctggctgcct 4800 
ctgacacatg cagctcccgg agacggtcac 4860 
acaagcccgt cagggcgcgt cagcgggtgt 4920 
gtcacgtagc gatagcggag tgtatactgg 4980 
ctgagagtgc accatatgcg gtgtgaaata 5040 
atcaggcgct cttccgcttc ctcgctcact 5100 
cgagcggtat cagctcactc aaaggcggta 5160 
gcaggaaaga acatgtgagc aaaaggccag 5220 
ttgctggcgt ttttccatag gctccgcccc 5280 
agtcagaggt ggcgaaaccc gacaggacta 5340 
tccctcgtgc gctctcctgt tccgaccctg 5400 
ccttcgggaa gcgtggcgct ttctcatagc 5460 
gtcgttcgct ccaagctggg ctgtgtgcac 5520 
ttatccggta actatcgtct tgagtccaac 5580 
gcagccactg gtaacaggat tagcagagcg 5640 
aagtggtggc ctaactacgg ctacactaga 5700 
aagccagtta ccttcggaaa aagagttggt 5760 
ggtagcggtg gtttttttgt ttgcaagcag 5820 
gaagatcctt tgatcttttc tacggggtct 5880 
gggattttgg tcatgagatt atcaaaaagg 5940 
tgaagtttta aatcaatcta aagtatatat 6000 
ttaatcagtg aggcacctat ctcagcgatc 6060 
ctccccgtcg tgtagataac tacgatacgg 6120 
atgataccgc gagacccacg ctcaccggct 6180 
ggaagggccg agcgcagaag tggtcctgca 6240 
tgttgccggg aagctagagt aagtagttcg 6300 
attgctgcag gcatcgtggt gtcacgctcg 6360 
tcccaacgat caaggcgagt tacatgatcc 6420 
ttcggtcctc cgatcgttgt cagaagtaag 6480 
gcagcactgc ataattctct tactgtcatg 6540 
gagtactcaa ccaagtcatt ctgagaatag 6600 
gcgtcaacac gggataatac cgcgccacat 6660 
aaacgttctt cggggcgaaa actctcaagg 6720 
taacccactc gtgcacccaa ctgatcttca 6780 
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gcatctttta ctttcaccag cgtttctggg tgagcaaaaa caggaaggca aaatgccgca 6840 

aaaaagggaa taagggcgac acggaaatgt tgaatactca tactcttcct ttttcaatat 6900 

tattgaagca tttatcaggg ttattgtctc atgagcggat acatatttga atgtatttag 6960 

aaaaataaac aaataggggt tccgcgcaca tttccccgaa aagtgccacc tgacgtctaa 7020 

gaaaccatta ttatcatgac attaacctat aaaaataggc gtatcacgag gccctttcgt 7080 

cttcaa 7086 



<210> 2 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2 

aggatgttat aaagcatgag tea 23 



<210> 3 
<211> 6 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Cy motif of 
E2F1 

<400> 3 

Lys Arg Arg Leu Asp Leu 

1 5 



<210> 4 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Cy motif of 
E2F2 

<400> 4 

Lys Arg Lys Leu Asp Leu 
1 5 



<210> 5 
<211> 6 
<212> PRT 
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<213> Artificial Sequence 



' <220> 

<223> Description of Artificial Sequence: Cy motif of 
E2F3 

<400> 5 

Lys Arg Arg Leu Glu Leu 
1 5 



<210> 6 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Cy motif from 
P107Rb 

<400> 6 

Lys Arg Arg Leu Phe Gly 
1 5 



<210> 7 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Cy motif of 
pl30Rb 

<400> 7 

Lys Arg Arg Leu Phe Val 
1 5 



<210> 8 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Cy motif of 
Cdc6 
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<400> 8 

Gly Arg Arg Leu Val Phe 
1 5 



<210> 9 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Cy motif of 
Mytl 

<400> 9 

Pro Arg Asn Leu Leu Ser 
1 5 



<210> 10 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Cy motif of 
Cdc25a 

<400> 10 

Arg Arg Arg Leu Leu Phe 
1 5 



<210> 11 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Cy motif of 
p57 

<400> 11 

Cys Arg Ser Leu Phe Gly 
1 5 

<210> 12 
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<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Cy motif of 
P 27 

<400> 12 

Cys Arg Asn Leu Phe Gly 
1 5 

<210> 13 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Cy motif of N 
terminus of p21 

<400> 13 

Asn Cys Arg Arg Leu Phe Gly 
1 5 

<210> 14 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Cy motif of C 
terminus of p21 

<400> 14 

Lys Arg Arg Leu lie Phe 
1 5 

<210> 15 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: tetracycline 
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operator 



<400> 15 

tccctatcag ggaga 



